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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 




Application Serial Number: /of 0^9, 7/0 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTTN 2.1 e-mail help: patin21 help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www>uspto.gov/web/oflices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://vnvw,uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7* Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 



U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 
4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



Or 
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RAW SEQUENCE LISTING DATE : 07/29/2002 

PATENT APPLICATION: US/10/049,710 TIME: 09:16:12 . 

Input Set : A:\PTO.VSK.txt ' 
Output Set: N:\CRF3\07292002\J049710.raw V _ 

Does Hoi Comply 

i <no> applicant: shinmyo, Atsuhiko Kato, Gonwted Diskette Ne8dQr 

W--> 2 <120> TITLE OF INVENTION: 
W--> 3 <130> FILE REFERENCE: 

W--> 4 <140> CURRENT APPLICATION NUMBER: 10/049, 710<141> 2002-02-15<150> PCT/JP01/050 96 <151 > 
2001-06- 

C--> 5 <141> CURRENT FILING DATE: 2002-06-21 

5 <150> PRIOR APPLICATION NUMBER: JP 2000 - 1804 66<151> 2000 - 06 - 15<160> 11 <170> Patentln 
version 



ERRORED SEQUENCES 



ynn^uu JjWr^M^^ l%4^JL fiobeA OJ^yc 

. f #_ tdh 1o2r3rfr¥ll9 ^ 



W--> 6 <210> SEQ ID NO: 1<211> 699<212> DNA<213> Streptomyces virginiae<220><221> CDS<222> 

7 <22 3> OTHER INFORMATION: 
W--> 9 <300> PUBLICATION INFORMATION: <301> Okamoto, S., Nakamura, K., Nihira, T. and Yamada, 
Y.<302> Virginiae 

W--> 10 butanolide binding protein from Streptomyces virginiae. Evidence that VbrA is 
W--> 11 not the virginiae butanolide binding protein and re-identification of the true 

12 <303> JOURNAL: Journal of Biological Chemistry<304> 270<305> 20<306> 
W--> 13 <307> DATE: 1995-05-19<308> D32251<309> 1994 -07 -19 <3 13 > 

W--> 14 <300> PUBLICATION INFORMATION: <301> Okamoto, S., Nakamura, K., Nihira, T. and Yamada, 
Y.<302> 

W--> 15 Virginiae butanolide binding protein from Streptomyces virginiae. Evidence that 
W--> 16 VbrA is not the virginiae butanolide binding protein and re-identification of 

17 <303> JOURNAL: Journal of Biological Chemistry<3 04> 270<305> 

18 <306> PAGES: 12319~12326<307> 1995 -05-19<308> D32251<309> 1994 - 07 - 19<400> 1 
W--> 19 <211> LENGTH: 

W--> 19 <212> TYPE: 
W--> 19 <213> ORGANISM: 
E--> 19 <400> SEQUENCE: 
W--> 
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36 Ala Arg Gly Val Leu Ala Glu Gin Thr Leu His Val Ala Val Pro Glu 

37 65 70 75 80 

39 tec ggc tec aag gcg cag gaa ctg gta gac etc acc atg ctg gtc gee 288 



//r^r , i?J7 / 3\nnrt^i^\7o*.Tn/icr7i n u+™ 



ino/m 
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RAW SEQUENCE LISTING DATE: 07/29/2002 

PATENT APPLICATION: US/10/049,710 TIME: 09:16:12 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\07292002\J049710.raw 
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<210> SEQ ID NO: 


: 2<211> 


232<212> PRT<213> Streptomyces viro 


,ue<400> 2 
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<211> LENGTH: 
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<400> SEQUENCE: 
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102 Ser Gly Ser Lys Ala Gin Glu Leu Val Asp Leu Thr Met Leu Va^ ljL a 

103 85 90 

106 His Gly Met Leu His Asp Pro He Leu Arg Ala Gly Thr Arg .jeu Ala 

107 100 105 110 

110 Leu Asp Gin Gly Ala Val Asp Phe Ser Asp Ala Asn Pro Phe Gly Glu 



//^.\^D^\^„^^T^WcfTnztQ7in htm 



7/29/02 



Page 4 of 8 



RAW SEQUENCE LISTING DATE: 07/29/2002 

PATENT APPLICATION: US/10/049 f 7 10 TIME: 09:16:12 

Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\07292002\J049710.raw 
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139 225 230 

142 <210> SEQ ID mo- i<r9ii-> 2£^212> DNA<213> Streptomyces virginiae<300><301> Kinoshita, 

143 <302> TITLE: ( Cnaraacterizati on^of 9 CWwac^Zfil.cJl'icrt 

144 Binding Sequences tor Butyrolactone Autoregulator Receptors in 

145 <303> JOURNAL: Journal of Bacteriology<304> 181<305> 16<306> 5075- 

W--> 146 <300> PUBLICATION INFORMATION: 1999-08 <308> D32251<309> 1994 - 07 - 19 <3 13 > (1)..(26) 
<300><301> 1 aa * 

147 <302> TITLEj S<^^ 

14 8 ^araacterizatio?)of Binding Sequences for Butyrolactone Autoregulator 

Receptors 

149 <303> JOURNAL: Journal of Bacteriology<304> 181<305> 16<306> 5075- 
W--> 150 <307> DATE: 1999-08 <308> D32251<309> 1994 -07-19<400> 3 
W--> 151 <211> LENGTH: 
W--> 151 <212> TYPE: 
W--> 151 <213> ORGANISM: 
E--> 151 <400> SEQUENCE: 

151 agatacatac caaccggttc ttttga 26 



